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SEQUENCE LISTING 

<110> Briggs, Kristen 
Dialynas, Deno 
Lucas, John 
Scalia,. Aaron 



PCT/EP03/50081 



<120> XCRF Polynucleotides and Polypeptides and Uses Thereof 
<130> W0775 



<140> 

<141> 2003-21-03 



<160> 8 



<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 1297 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (14) . . - (790) 



<400> 1 

cgcgggtgtg gtg atg ctg ctg gtg ctg gtg gtg etc ate ccc gtg ctg 49 
Met Leu Leu Val Leu Val Val Leu lie Pro Val Leu 
.1 5 10 

gtg age teg ggc ggc ccg gaa ggc cac tat gag atg ctg ggc ace tgc 97 
Val Ser Ser Gly Gly Pro Glu Gly His Tyr Glu Met Leu Gly Thr Cys 
15 20 25 

cgc atg gtg tgc gac ccc tac ccc gcg egg ggc ccc ggc gee ggc gcg 145 
Arg Met Val Cys Asp Pro Tyr Pro Ala Arg Gly Pro Gly Ala Gly Ala 
30 35 40 

egg ace gac ggc ggc gac gee ctg age gag cag age ggc gcg eee ccg 193 
Arg Thr Asp Gly Gly Asp Ala Leu Ser Glu Gin Ser Gly Ala Pro Pro 
45 50 55 60 

cct tec aeg ctg gtg cag ggc ccc cag ggg aag ccg ggc cgc aec ggc 241 
Pro Ser Thr Leu Val Gin Gly Pro Gin Gly Lys Pro Gly Arg Thr Gly 

65 70 75 

aag ccc ggc cct ccg ggg cct ccc ggg gac cca ggt cct ccc ggc cct 289 
Lys Pro Gly Pro Pro Gly Pro Pro Gly Asp Pro Gly Pro Pro Gly Pro 

80 85 90 

gtg ggg ccg ccg ggg gag aag ggt gag eea ggc aag ccg ggc cct ccg 337 
Val Gly Pro Pro Gly Glu Lys Gly Glu Pro Gly Lys Pro Gly Pro Pro 
95 100 ' 105 

ggg ctg ccg ggc gcg ggg ggc age ggc gee ate age act gee aec tac 385 
Gly Leu Pro Gly Ala Gly Gly Ser Gly Ala lie Ser Thr Ala Thr Tyr 
110 115 120 
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acc acg gzg ccg cgc gtg gcc ttc tac gcc ggc etc aag^ac ccc cac 433 

Thr Thr Val Pro Arg Val Ala Phe Tyr Ala Gly Leu Lys Asn Pro His 

125 130 135 140 

gag ggt tac gag gta etc aag ttt gae gae gtg gtc acc aac eta ggc 481 
Glu Gly Tyr Glu Val Leu Lys Phe Asp Asp Val Val Thr Asn Leu Gly 

145 150 155 

aac aac tac gae gcg gcc age ggc aag ttt acg tge aac att ccc ggc 529 
Asn Asn Tyr Asp Ala Ala Ser Gly Lys Phe Thr Cys Asn lie Pro Gly 
160 165 170 

acc tac ttt ttc acc tac cat gtc etc atg cgc ggc ggc gae ggc acc 577 
Thr Tyr Phe Phe Thr Tyr His Val Leu Met Arg Gly Gly Asp Gly Thr 
175 180 185 

agt atg tgg gca gae etc tge aag aat ggc eag gtg egg gee agt get 625 
Ser Met Trp Ala Asp Leu Cys Lys Asn Gly Gin Val Arg Ala Ser Ala 
190 195 200 

att gcc eag gae gcg gae eag aac tac gae tac gee age aac age gtg 673 
lie Ala Gin Asp Ala Asp Gin Asn Tyr Asp Tyr Ala Ser Asn Ser Val 
205 210 215 220 

ate etg cac ctg gae gcc g^e gae gag gtc ttc ate aag etg gat gga 721 
lie Leu His Leu Asp Ala Gly Asp Glu Val Phe lie Lys Leu Asp Gly 

225 230 235 

ggc aaa gca cac ggc ggc aac age aac aaa tac age acg ttc tct ggc 769 
Gly Lys Ala His Gly Gly Asn Ser Asn Lys Tyr Ser Thr Phe Ser Gly 
240 245 250 

ttc ate ate tac tec gae tga gcteeceacg teteecteca eccaegtccc 820 
Phe lie lie Tyr Ser Asp * 
255 

tcacccgccg gggtccecte egggcggggc agacgatgae tcgeccctcg eccacccgct 880 
egctgceegg cectcccegg etatgacgec cecggeccgt getcaacace gectgggeca 940 
cagctaggee eteeeacegg ctegctgeag agcegggece agegcgccct gtcceegtgc 100 0 
cagggaaccg gggttgaceg ceccegccca geccgegcta tatatttgta caataggact 10 60 
gtttactgee cacctccgce tgccagccea eceeagcctg gggagaggtc gcggcggegg 1120 
gtttgettee tgcgctetga gatgagctge cetcegctec ctccggggtg gcgcgceegg 1180 
gggagggggg agttggggge tggatagett cccagcae ec tcagageece egcceggctg 1240 
tgccccgtct gaccaaagtt ataataaaaa cattttcace ccgcaaaaaa aaaaaaa 1297 

< ?1 0 > .2 
<211> 258 
<212> PRT 

<213> Homo sapiens 



<400> 2 

Met Leu Leu Val Leu Val Val Leu lie Pro Val Leu Val Ser Ser Gly 

15 10 15 

Gly Pro Glu Gly His Tyr Glu Met Leu Gly Thr Cys Arg Met Val Cys 

20 25 30 

Asp Pro Tyr Pro Ala Arg Gly Pro Gly Ala Gly Ala Arg Thr Asp Gly 

35 40 45 

Gly Asp Ala Leu Ser Glu Gin Ser Gly Ala Pro Pro Pro Ser Thr Leu 
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55 




60 








Val 


Gin 


Gly 


Pro 


GlrT 


Gly Lys Pro Gly Arg Thr Gly Lys Tro 


Gly Pr o 


65 










70 




75 








80 


Pro 


Gly 


Pro 


Pro 


Gly Asp 


Pro Gly Pro Pro 


Gly 


Pro 


Val 


Gly 


Pro Pro 










85 




90 










95 


Gly 


Glu 


Lys 


Gly 


Glu 


Pro 


Gly Lys Pro Gly 


Pro 


Pro 


Gly 


Leu 


Pro Gly 








100 






105 








110 


Ala 


Gly 


Gly 


Ser 


Gly Ala 


lie Ser Thr Ala 


Thr 


Tyr 


Thr 


Thr 


Val Pro 






115 








120 




125 






Arg 


Val 


Ala 


Phe 


Tyr Ala 


Gly Leu Lys Asn 


Pro 


His 


Glu 


Gly 


Ty r Glu 




130 










135 




140 




Val 


Leu 


Lys 


Phe 


Asp Asp Val Val Thr Asn 


Leu 


Gly Asn Asn 


Tyr Asp 


145 










150 




155 








160 


Ala 


Ala 


Ser 


Gly 


Lys 


Phe 


Thr Cys Asn lie 


Pro 


Gly 


Thr 


Tyr 


Phe Phe 










165 




170 










175 


Thr 


Tyr 


His 


Val 


Leu 


Met 


Arg Gly Gly Asp Gly 


Thr 


Ser 


Met 


Trp Ala 








180 






185 








190 




Asp 


Leu 


Cys 


Lys 


Asn 


Gly 


Gin Val Arg Ala 


Ser 


Ala 


He 


Al a 


Gin Asp 






195 








200 






205 




Ala 


Asp 


Gin 


Asn 


Tyr 


Asp 


Tyr Ala Ser Asn 


Ser 


Val 


He 


Leu 


His Leu 




210 










215 




220 








Asp 


Ala 


Gly Asp 


Glu 


Val 


Phe lie Lys Leu 


Asp 


Gly 


Gly 


Lys 


Ala His 


225 










230 




235 






240 


Gly 


Gly 


Asn 


Ser 


Asn 


Lys 


Tyr Ser Thr Phe 


Ser 


Gly 


Phe 


He 


He Tyr 










245 




250 










255 


Ser 


Asp 























<210> 3 

<211> 864 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . - . (864) 

<400> 3 

atg gca ctg ggg ctg ctg ate gcg gtg cct ctg ctg ctg cag gcg gcg 48 
Met Ala Leu Gly Leu Leu He Ala Val Pro Leu Leu Leu Gin Ala Ala 
15 10 15 

ccc ccc gga gcg get cac tae gag atg ctg ggc ace tgc cgc atg ate 96 
Pro Pro Gly Ala Ala His Tyr Glu Met Leu Gly Thr Cys Arg Met He 
20 25 30 

tgt gae cea tac age gte get ccc gca ggg gga ccc gc g ggc gee aag 144 
Cys Asp Pro Tyr Ser Val Ala Pro Ala Gly Gly Pro Ala Gly Ala Lys 
35 40 45 



get cea ceg ecg gga ccc agt ace get gee ctg gaa gtt atg cag gae 192 
Ala Pro Pro Pro Gly Pro Ser Thr Ala Ala Leu Glu Val Met Gin Asp 
50 55 60 

etc age gee aac ccc ceg cct ccg ttt ate cag gga cea aag ggt gat 240 
Leu Ser Ala Asn Pro Pro Pro Pro Phe He Gin Gly Pro Lys Gly Asp 
65 70 75 80 
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cca 288 
Pro 

85 90 95 



WO 03/082915 fCl/J 
ccg ggg cga cca g^^aag cca ggg cct egg ggt cct cct^fca gag 
Pro Gly Arg Pro Gly Lys Pro Gly Pro Arg Gly Pro Pro TJly Glu 



ggg cct cct ggg ccc agg ggt ccc ccg gga gag aaa gga gac teg ggg 336 
Gly Pro Pro Gly Pro Arg Gly Pro Pro Gly Glu Lys Gly Asp Ser Gly 
100 105 110 

agg cca ggg eta ccc gga ctg cag ttg aca acc age gcg gee gg t ggc 384 
Arg Pro Gly Leu Pro Gly Leu Gin Leu Thr Thr Ser Ala Ala Gly Gly 
115 120 125 

gtt gga gtg gtg agt ggc gga acc ggg ggc ggt ggc gac aeg gag gga 432 
Val Gly Val Val Ser Gly Gly Thr Gly Gly Gly Gly Asp Thr Glu Gly 
130 135 140 

gaa gtg acc agt gcg ctg age gee gcc ttc age ggt ccc aag ate gee 480 
Glu Val Thr Ser Ala Leu Ser Ala Ala Phe Ser Gly Pro Lys lie Ala 
145 150 155 160 

ttc tac gtg gga etc aag age ccc cac gaa ggc tac gag gtg etc aag 528 
Phe Tyr Val Gly Leu Lys Ser Pro His Glu Gly Tyr Glu Val Leu Lys 

165 170 175 

ttc gac gac gtg gtc ace aat ett ggc aat cac tac gac ccc ac t aca 57 6 
Phe Asp Asp Val Val Thr Asn Leu Gly Asn His Tyr Asp Pro Thr Thr 
180 185 190 

ggc aag ttc age tgc cag gtg egg ggc ate tac ttc ttc aeg tac cac 624 
Gly Lys Phe Ser Cys Gin Val Arg Gly lie Tyr Phe Phe Thr Tyr His 
195 200 205 

att etc atg egt ggc ggc gac gga ace age atg tgg gcg gat etc tgc 672 
lie Leu Met Arg Gly Gly Asp Gly Thr Ser Met Trp Ala Asp Leu Cys 
210 215 220 

aag aac ggg cag gtg cga gcc age gcc ata gcc cag gac gcg gac cag 720 
Lys Asn Gly Gin Val Arg Ala Ser Ala lie Ala Gin Asp Ala Asp Gin 
225 230 235 240 

aat tac gac tac gee age aac age gtg gta ctg cac ctg gat tea ggc 768 
Asn Tyr Asp Tyr Ala Ser Asn Ser Val Val Leu His Leu Asp Ser Gly 

245 250 255 

gat gaa gtc tac gtg aag ctg gac ggc ggg aag get cac ggc ggc aac 816 
Asp Glu Val Tyr Val Lys Leu Asp Gly Gly Lys Ala His Gly Gly Asn 
260 265 270 

aat aac aag tac age aeg ttc teg ggc ttc etc ctg tat ccg gat tag 864 

Asn Asn Lys Tyr Ser Thr Phe Ser Gly Phe Leu L eu Tyr Pro Asp * 

'275 ~ 280 285 



'<210> 4 
<211> 287 

<213> Homo sapiens 
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Met 


Ala 


Leu 


Gly 


1 








Pro 


Pro 


Gly 


Ala 








20 


Cys 


Asp 


Pro 


Tyr 






35 




Ala 


Pro 


Pro 


Pro 




SO 






Leu 


Ser 


Ala 


Asn 


65 








Pro 


Gly 


Arg 


Pro 


Gly 


Pro 


Pro 


Gly 








100 


Arg 


Pro 


Gly 


Leu 






115 




Val 


Gly 


Val 


Val 




X «3 U 






Glu 


Val 


Thr 


Ser 


145 








Phe 


Tyr 


Val 


Gly 


Phe 


Asp 


Asp 


Val 








180 


Gly 


Lys 


Phe 


Ser 






195 




He 


Leu 


Met 


Arg 




^ J. u 






Lys 


Asn 


Gly 


Gin 


225 








Asn 


Tyr 


Asp 


Tyr 


Asp 


Glu 


Val 


Tyr 








260 


Asn 


Asn 


Lys 


Tyr 



275 



Leu 


Leu 


He 


Ala 


5 








Ala 


His 


Tyr 


Glu 


Ser 


Val 


Ala 


Pro 








40 


Gly 


Pro 


Ser 


Thr 






55 




Pro 


Pro 


Pro 


Pro 




70 






Gly 


Lys 


Pro 


Gly 


85 








Pro 


Arg 


Gly 


Pro 


Pro 


Gly Leu 


Gin 








120 


Ser 


Gly 


Gly Thr 






135 




Ala 


Leu 


Ser 


Ala 




150 






Leu 


Lys 


Ser 


Pro 


165 








Val 


Thr 


Asn 


Leu 


Cys 


Gin 


Val 


Arg 








200 


Gly 


Gly Asp 


Gly 






215 




Val 


Arg 


Ala 


Ser 




230 






Ala 


Ser 


Asn 


Ser 


245 








Val 


Lys 


Leu 


Asp 


Ser 


Thr 


Phe 


Ser 



280 



Val Pro Leu Leu 
10 

Met Leu Gly Thr 
25 

Ala Gly Gly Pro 

Ala Ala Leu Glu 
60 

Phe He Gin Gly 
75 

Pro Arg Gly Pro 

90 

Pro Gly Glu Lys 
105 

Leu Thr Thr Ser 

Gly Gly Gly Gly 
140 

Ala Phe Ser Gly 
155 

His Glu Gly Tyr 
170 

Gly Asn His Tyr 

185 

Gly He Tyr Phe 

Thr Ser Met Trp 
220 

Ala He Ala Gin 

235 

Val Val Leu His 
250 

Gly Gly Lys Ala 
265 

Gly Phe Leu Leu 
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Leu'^ln Ala Ala 
15 

Cys Arg Met He 
30 

Ala Gly Ala Lys 

45 

Val Met Gin Asp 

Pro Lys Gly Asp 
8 0 

Pro Gly Glu Pro 

95 

Gly Asp Ser Gly 
110 

Ala Ala Gly Gly 

125 

Asp Thr Glu Gly 

Pro Lys He Ala 
160 

Glu Val Leu Lys 
175 

Asp Pro Thr Thr 

190 

Phe Thr Tyr His 
205 

Ala Asp Leu Cys 

Asp Ala Asp Gl n 
240 

Leu Asp Ser Gly 
255 

His Gly Gly Asn 

270 
Tyr Pro Asp 
285 



<210> 5 

<211> 717 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . . (717) 

<400> 5 

atg gtg ctg ctg ctg ctg gtg gcc ate ccg ctg ctg gtg cac age tec 48 

Met Val- Leu-Leu Leu- Leu -Val Ala- Ile-Pro-Leu Leu Val. His, Ser Ser. 

15 10 15 

egc ggg cca gcg cac tac gag atg ctg ggt cgc tgc cgc atg gtg tgc 96 
Arg Gly Pro Ala His Tyr Glu Met Leu Gly Arg Cys Arg Met Val Cys 
20 25 30 

gac ccg cat ggg ccc cgt ggc cct ggt ccc gac ggc gcg cct get tec 144 
Asp Pro His Gly Pro Arg Gly Pro Gly Pro Asp Gly Ala Pro Ala Ser 
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gtg ccc ccc ttc ccg cca ggc gcc aag gga gag gtg ggc egg cgc ggg 192 
Val Pro Pro Phe Pro Pro Gly Ala Lys Gly Glu Val Gly Arg Arg Gly 
50 55 60 

aaa gca ggc ctg egg ggg ccc cct gga cca cca ggt cca aga ggg ccc 240 
Lys Ala Gly Leu Arg Gly Pro Pro Gly Pro Pro Gly Pro Arg Gly Pro 
65 70 75 80 

cca gga gaa ccc ggc agg cca ggc ccc ccg ggc cct ccc ggt cca ggt 288 
Pro Gly Glu Pro Gly Arg Pro Gly Pro Pro Gly Pro Pro Gly Pro Gly 

85 90 95 

ccg ggc ggg gtg gcg ccc get gcc ggc tac gtg cct cgc att get ttc 336 
Pro Gly Gly Val Ala Pro Ala Ala Gly Tyr Val Pro Arg lie Ala Phe 
100 105 110 

tac gcg ggc ctg egg egg ccc eac gag ggt tac gag gtg ctg cgc ttc 384 
Tyr Ala Gly Leu Arg Arg Pro His Glu Gly Tyr Glu Val Leu Arg Phe 
115 120 125 

gae gac gtg gtg ace aac gtg ggc aac gee tac gag gca gee age ggc 432 
Asp Asp Val Val Thr Asn Val Gly Asn Ala Tyr Glu Ala Ala Ser Gly 
130 135 140 

aag ttt act tgc ccc atg cca ggc gte tac ttc ttc get tac eac gtg 480 
Lys Phe Thr Cys Pro Met Pro Gly Val Tyr Phe Phe Ala Tyr His Val 
145 150 155 160 

etc atg cgc ggc ggc gac ggc ace age atg tgg gcc gac etc atg aag 528 
Leu Met Arg Gly Gly Asp Gly Thr Ser Met Trp Ala Asp Leu Met Lys 

165 170 175 

aac gga eag gte egg gcc age gee att get eag gac gcg gac cag aac 57 6 
Asn Gly Gin Val Arg Ala Ser Ala He Ala Gin As p Ala Asp Gin Asn 
180 185 190 

tac gac tac gcc age aac age gte att ctg eac ctg gac gtg ggc gac 624 
Tyr Asp Tyr Ala Ser Asn Ser Val He Leu His Leu Asp Val Gly Asp 
195 200 205 

gag gte ttc ate aag ctg gac ggc ggg aaa gtg eac ggc ggc aac ace 672 
Glu Val Phe lie Lys Leu Asp Gly Gly Lys Val His Gly Gly Asn Thr 
210 215 220 



aac aag tac age ace ttc tec ggc ttc ate ate tac ccc gac tga 717 
Asn Lys Tyr Ser Thr Phe Ser Gly Phe He He Tyr Pro Asp * 
225 230 235 



<210> 6 
<211> 238 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met Val Leu Leu Leu Leu Val Ala He Pro Leu Leu Val His Ser Ser 

6 
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Arg 


Gly 


Pro 


Ala 


Hi's Tyr 


Glu 


Met 








20 








Asp 


Pro 


His 


Gly 


Pro Arg 


Gly 


Pro 






35 








40 


Val 


Pro 


Pro 


Phe 


Pro Pro 


Gly 


Ala 




50 








55 




Lys 


Ala 


Gly 


Leu 


Arg Gly 


Pro 


Pro 


65 








70 






Pro 


Gly 


Glu 


Pro 


Gly Arg 


Pro 


Gly 










85 






Pro 


Gly 


Gly Val 


Ala Pro 


Ala 


Ala 








100 








Tyr 


Ala 


Gly 


Leu 


Arg Arg 


Pro 


His 






115 








120 


Asp Asp 


Val 


Val 


Thr Asn 


Val 


Gly 




130 








135 




Lys 


Phe 


Thr 


Cys 


Pro Met 


Pro 


Gly 


145 








150 






Leu 


Met 


Arg 


Gly 


Gly Asp 


Gly 


Thr 










165 






Asn 


Gly 


Gin 


Val 


Arg Ala 


Ser 


Ala 








180 








Tyr 


Asp 


Tyr 


Ala 


Ser Asn 


Ser 


Val 






195 








200 


Glu 


Val 


Phe 


He 


Lys Leu 


Asp 


Gly 




210 








215 




Asn 


Lys 


Tyr 


Ser 


Thr Phe 


Ser 


Gly 



225 230 
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Leu Gly 


Arg 


Cys 


Arg 


llet 


Val 


Cys 


25 








30 






Gly Pro 


Asp 


Gly 


Ala 


Pro 


Ala 


Ser 








45 








Lys Gly 


Glu 


Val 


Gly 


Arg 


Arg 


Gly 






60 










Gly Pro 


Pro 


Gly 


Pro 


Arg 


Gly 


P ro 




75 










80 


Pro Pro 


Gly 


Pro 


Pro 


Gly 


Pro 


Gly 


90 










95 




Gly Tyr 


Val 


Pro 


Arg 


He 


Ala 


Phe 


105 








110 






Glu Gly 


Tyr 


Glu 


Val 


Leu 


Arg 


Phe 








125 








Asn Ala 


Tyr 


Glu 


Ala 


Ala 


S er 


Gly 






140 










Val Tyr 


Phe 


Phe 


Ala 


Tyr 


His 


Val 




155 










160 


Ser Met 


Trp 


Ala 


Asp 


Leu 


Met 


Lys 


170 










175 




He Ala 


Gin 


Asp 


Ala 


Asp 


Gin 


Asn 


185 








190 






He Leu 


His 


Leu 


Asp 


Val 


Gly Asp 








205 








Gly Lys 


Val 


His 


Gly 


Gly 


Asn 


Thr 



220 



Phe He He Tyr Pro Asp 
235 



<210> 7 
<211> 864 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . . (864) 

<400> 7 

atg gcg etc ggg ctg etc ate gee gtg ecg etg ctg ctg cag gcg gcg 48 
Met Ala Leu Gly Leu Leu He Ala Val Pro Leu Leu Leu Gin Ala Ala 
15 10 15 

ccc cga ggc gcc gcg cac tat gag atg atg ggc acc tgc cgc atg ate 96 
Pro Arg Gly Ala Ala His Tyr Glu Met Met Gly Thr Cys Arg Met He 
20 25 30 

tgc gae ect tac act gee gcg ccc ggc ggg gag ccc ecg ggt gca aag 144 
Cys Asp Pro_Tyr Thr Ala Ala_Pro .Gly_ Gly Glu. Pro. Pro Gly Ala Lys - - 
35 " 40 45 

gcg cag cea ccc gga ccc age acc gcc gcc ctg gaa gtc atg cag gae 192 
Ala Gin Pro Pro Gly Pro Ser Thr Ala Ala Leu Glu Val Met Gin Asp 
50 55 60 

etc age gcc aac cct cct cct cct ttc ate cag gga ccc aag ggc gae 240 
Leu Ser Ala Asn Pro Pro Pro Pro Phe He Gin Gly Pro Lys Gly Asp 
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ccg ggg cga ccg ggc aag cca ggg ccg egg ggg ccc cct gga gag ccg 288 
Pro Gly Arg Pro Gly Lys Pro Gly Pro Arg Gly Pro Pro Gly Glu Pro 

85 90 95 

ggc ccg cct gga ccc agg ggc cct ccg gga gag aag ggc gac teg ggg 336 
Gly Pro Pro Gly Pro Arg Gly Pro Pro Gly Glu Lys Gly Asp Ser Gly 
100 105 110 

egg ccc ggg ctg cca ggg ctg caa ctg acg gcg ggc acg gcc age ggc 384 
Arg Pro Gly Leu Pro Gly Leu Gin Leu Thr Ala Gly Thr Ala Ser Gly 
115 120 125 

gtc ggg gtg gtg ggc ggc ggg gee ggg gta ggt ggc gat tee gag ggt 432 
Val Gly Val Val Gly Gly Gly Ala Gly Val Gly Gly Asp Ser Glu Gly 
130 135 140 

gaa gtg ace agt gcg ctg age gee acc tte age ggc ccc aag ate gcc 480 
Glu Val Thr Ser Ala Leu Ser Ala Thr Phe Ser Gly Pro Lys lie Ala 
145 150 155 160 

ttc tat gtg ggt etc aag age ccc cae gaa ggc tat gag gtg ctg aag 528 
Phe Tyr Val Gly Leu Lys Ser Pro His Glu Gly Tyr Glu Val Leu Lys 

165 170 175 

ttc gat gac gtg gtc acc aac etc ggc aat cac tat gae ccc ace acg 57 6 
Phe Asp Asp Val Val Thr Asn Leu Gly Asn His Tyr Asp Pro Thr Thr 
180 185 190 

ggc aag tte age tgc cag gta cge ggc ate tac ttc ttc ace tac cac 624 
Gly Lys Phe Ser Cys Gin Val Arg Gly lie Tyr Phe Phe Thr Tyr His 
195 200 205 

ate etc atg cge ggc ggc gae ggc acc age atg tgg gcg gac etc tgc 672 
lie Leu Met Arg Gly Gly Asp Gly Thr Ser Met Trp Ala Asp Leu Cys 
210 215 220 

aag aac ggg cag gtc egg gee age gee att gea cag gae gee gac cag 720 
Lys Asn Gly Gin Val Arg Ala Ser Ala lie Ala Gin Asp Ala Asp Gin 
225 230 235 240 

aac tac gac tac gcc agt aac age gtg gtg ctg cac ttg gat tea ggg 7 68 
Asn Tyr Asp Tyr Ala Ser Asn Ser Val Val Leu His Leu Asp Ser Gly 

245 250 255 

gac gaa gtg tat gtg aag ctg gat ggc ggg aag get cac gga ggc aat 816 
Asp Glu Val Tyr Val Lys Leu Asp Gly Gly Lys Ala His Gly Gly Asn 
260 265 270 



-aat--aac— aag— tae~agc~aeg— tte— teg-gge— tfe^t^-el^^tr-etg— feae 864- 

Asn Asn Lys Tyr Ser Thr Phe Ser Gly Phe Leu Leu Tyr Pro Asp * 
275 280 285 



<.2La> 8 
<211> 287 
<212> PRT 
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<213> Homo sapien 




<400> 8 



Met 


Ala 


Leu 


Gly 


Leu 


Leu 


lie 


Ala 


Val 


Pro 


Leu 


Leu 


Leu 


Gin 


Ala 


Axa 


1 








c 
3 










10 










15 




Pro 


Arg 


Gly 


TV T _ 

Ala 


TV 1 _ 

Ala 


T_T J 

His 


Tyr 


Glu 


Met 


Met 


Gly 


mr 


Cys 


Arg 


Met 


Tl o 

±xe 








o n 
z u 




















30 






Cys 


Asp 


P ro 


Tyr 


Tnr 


TV T 

Ala 


Ala 


Pro 


vjiy 


Gly 


Glu 


Pro 


Pro 


Gly Ala 


Lys 






35 










40 










45 








Ala 


Gin 


Pro 


Pro 


Gly 


Pro 


Ser 


Thr 


TV 1 

Ala 


Ala 


Leu 


Glu 


Val 


jxiex. 


o j.n 


Asp 














55 










60 










Leu 


Ser 


Ala 


Asn 


Pro 


Pro 


Pro 


Pro 


Pne 


He 


Gin 


Gly 


Pro 


Lys 


vj±y 


Asp 


DO 










/ U 










75 










o u 


Pro 


Gly 


Arg 


Pro 


Gly 


Lys 


Pro 


Gly 


Pro 


Arg Gly 


Pro 


Pro 


Gly 


Glu 


Pro 










85 










90 










95 




Gly 


Pro 


Pro 


Gly 


Pro 


Arg 


Gly 


Pro 


Pro 


Gly Glu 


Lys 


Gly 


TV _~ 

Asp 


Ser 










100 










lUo 










110 






Arg 


Pro 


Gly 


Leu 


Pro 


Gly 


Leu 


Gin 


Leu 


Thr 


Ala 


Gly 


Thr 


Ala 


Ser 


(jiy 






115 










120 










125 








Val 


Gly 


Val 


Val 


Gly 


Gly 


Gly Ala 


Gly 


Val 


Gly 


Gly Asp 


Ser 


Glu 


Gly 




130 










135 










140 










Glu 


Val 


Thr 


Ser 


Ala 


Leu 


Ser 


Ala 


Thr 


Phe 


Ser 


Gly 


Pro 


Lys 


He 


Ala 


145 










150 










155 










± du 


Phe 


Tyr 


Val 


Gly Leu 


Lys 


Ser 


Pro 


His 


Glu Gly 


Tyr 


Glu 


Val 


Leu 


Lys 










165 










170 










175 




Phe 


Asp 


Asp 


Val 


Val 


Thr 


Asn 


Leu 


Gly 


Asn 


His 


Tyr 


Asp 


Pro 


Thr 


Thr 








180 










185 










190 






Gly 


Lys 


Phe 


Ser 


Cys 


Gin 


Val 


Arg 


Gly 


He 


Tyr 


Phe 


Phe 


Thr 


Tyr 


His 






195 










200 










205 








He 


Leu 


Met 


Arg 


Gly 


Gly 


Asp 


Gly 


Thr 


Ser 


Met 


Trp 


Ala 


Asp 


Leu 


Cys 




210 










215 










220 










Lys 


Asn 


Gly 


Gin 


Val 


Arg 


Ala 


Ser 


Ala 


He 


Ala 


Gin 


Asp 


Ala 


Asp 


Gin 


225 










230 










235 










240 


Asn 


Tyr 


Asp 


Tyr 


Ala 


Ser 


Asn 


Ser 


Val 


Val 


Leu 


His 


Leu 


Asp 


Ser 


Gly 










245 










250 










255 




Asp 


Glu 


Val 


Tyr 


Val 


Lys 


Leu 


Asp 


Gly 


Gly 


Lys 


Ala 


His 


Gly Gly 


Asn 








260 










265 










270 






Asn 


Asn 


Lys 


Tyr 


Ser 


Thr 


Phe 


Ser 


Gly 


Phe 


Leu 


Leu 


Tyr 


Pro 


Asp 





275 280 285 



9 



